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Genetic Trend of Weaning Trait of Brahman Cattle in Lamphyaklang
Livestock Breeding and Research Center K
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Abstract

The estimated of genetic parameter and genetic trend of growth traits at weaning
were weaning weight (WT), hip height (HH), herd girth (GIR) and shoulder to pin (STP)
Brahman cattle in Lampayaklang livestock breeding and research center. The 4,564 animal
in pedigree were estimated variance by Restricted Maximum Likelihood (REML) and adjust
fixed effect were sex, month-year at weaning, age of dam (linear and quadratic regression)
and age at weaning. Breeding value and genetic trend were predicted by Best Linear
Unbiased Prediction (BLUP) using BLUPF90 PC-PAK 2.02 program. The results showed that
WT, HH, GIR and STP direct heritability (hz) were 0.39, 0.39, 0.22 and 0.47, maternal
heritability (m?) were 0.16, 0.12, 0.15 and 0.07 respectively. The genetic correlation (rg)
were 0.48 — 0.98, phenotypic correlation (rp) were 0.41 — 0.71. Direct genetic trend in all
traits increase per year were 0.36 kg., 0.10, 0.09 and 0.09 cm. but maternal genetic trend in
all traits were decrease per year were —-0.2 kg, -0.05, -0.07 and -0.05 cm. respectively

because it was negative correlation with direct genetic.
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